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^Published Information^ 

Part of the G896 sequence was first identified as an MSU EST (T45249) . 
No published data is associated with G896. G896 encodes a meznber of 
the zinc finger family that is related to L*SD-1 

_Mendel Discoveries 

_A knock-out mutant was isolated at Mendel, which contains a T-DNA 
insertion 40 base pairs downstream of the start codon. G896 knock-out 
plants are more susceptible to Fusarium oxysporum. In addition, G896 
knockout plants have lower levels of lutein in seeds as compared to 
wild- type control plants (the data is in the process of being 
repeated) . Otherwise, the knock-out plants have a wild- type 
morphological phenotype. 

In wild- type plants, G896 is mostly expressed in roots. Changes in 
environmental conditions do not affect its expression. 
Given the disease and biochemical phenotypes of the knock-out plants, 
we would recommend overexpressing G896 and look for the opposite 
phenotypes in transgenic plants. 

_Closely Related Genes from Other Species_ 

G896 is very similar to a peppermint EST (AW255156) . Since the 
homology extends beyond the conserved domain, there is a chance the 
G896 and the mint gene are orthologues. 

.Utilities. 

Since G896 transgenic plants have an altered response to the fungal 
pathogen Fusarium oxyporum, the gene could be used to manipulate the 
defense response in order to generate pathogen- resistant plants. 
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.Knockout Status. 

Homozygous KO plant identified 

.Collection. Jack 
_Orientation_ 5LB 
.Insertion Point Gap_ 1 

.Insertion Point Offset in GenBank NID. 62529 [33] 1877523 

.Insertion Point ATG. +258 ATG 

.Sequence. 

ACANGCACNAT^^'ANGAAAACGANCTTTCATTTNATAATAACGCCGNGGACATNTACATT 
NNNGANTTGAAAAAAAATTGAGCTTTACTCTTTCTTTTTCATCGCATATTGACCACATTA 
CTCCATTGCTGATCCATGTNCGCTTTCCCGNACATGAAGCCATTTACACACTCAATATAT 
CCTGCCANAGATCACGGCCCTCTTCCTGCCATGTTCGGGAGAGGCAGCTGACCGGCAGGC 
GCGTGGATATGCATAGACGCTGATGGGACGCTGGAAGGTTGCTGAGGAGGCGCGACGCGA 
GTGTAGCTGATATGAGTAACAGCATGTATTAGATCGCCTCTATTAGATCC 
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Saquekice of 6896 



[331TBLASTX versus 
AW255156 1.0e-7*9 
AI727328 1.2e-73 
AW030182 2.6e-58 
AI725072 6.4e-43 
AI164649 1.4e-21 
AQ509367 5.2e-20 
AW349014 3.8e-ll 
AF098458 3.4e-9 
AI026282 0.023000 
AI881398 0.042000 



GenBank non-Arabidopsis plant DNA 

[Mentha x piperita] ML1467 peppermint glandular trichome Men 
[Gossypium hirsutuin] BNLGHi7759 Six-day Cotton fiber Gossypi 
[Lycopersicon esculentum] EST273437 tomato callus, TAMU Lyco 
CPinus taeda] 971 PtIFG2 Pinus taeda cDNA clone 8893 r, mRNA 
[Populus tremula x Populus tremuloides] A066P47U Hybrid aspe 
[Oryza sativa] nbxb0096Illr CUGI Rice BAC Library Oryza sati 
[Glycine max] GM210003B22A9R Gm-rl021 Glycine max cDNA 3', m 
[Hevea brasiliensis] latex-abxindant protein (iiAR) mRNA, comp 
[Mesembrysmthemum crystallinum] L0-494T3 Ice plant Lambda Un 
[Zea mays] 606067E08.yl 606 - Ear tissue cDNA library from S 
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[Hevea brasiliensis] latex-abundant protein. 
[Lycopersicon esculentum] extensin class II (clone uJ-2) - 

[Volvox carteri] extensin. 

[Nicotiana tabacum] soluble, glycine rich protein. 
[Zea mays] 27kDa storage protein, zein. 

[Chlamydomonas reinhardtii] amino acid feature: Rod protei 
[Oryza sativa] DNA binding protein. 
[Pisum sativum] hypothetical protein. 
[Sorghum bicolor] gamma- kafirin preprotein. 
[Spermatozopsis similis] p210 protein. 



_DNA sequence used for BLAST_ 

>G896 (gf=45) (nid=1877523 , 62271 , 63814) (acc=U89959) 1877523 gi | 1877523 | gb|U 

ATGTACCCGCCACCTCCCTCAAGCATCTACGCrCCTCCGATGCTGGTGAATTGCTC 

TGCCGGACGCCTCTCCAGCTCCCATCCGGCGCCCGATCTATTCGCTGCGCTCTCTGCCAG 

GCTGTTACTCATATCGCCGACCCTCGCACCGCCCCTCCTCCGCAACCTTCCTCCGCCCCT 

TCTCCGCCTCCCCAAATCCACGCGCCTCCCGGTCAGCTGCCTCACCCCCATGGCAGGAAG 

AGGGCCGTGATCTGTGGCATCTCGTATCGTTTCTCTCGCCACGAGCTCAAAGGCTGCATC 

AACGACGCCAAGTGCATGCGTCACCTTCTCATCAACAAATTCAAATTCTCCCCAGATTCA 

ATTOTCATGCTTACCGGTACAGAGTATTTCTATCTTTTCAAATGCCTATGTTTGCT 

TACTACTATTCCTTGGATTTTGAATACAATTTTCCTTGGCCTCTTCAATCTGATAAACAC 

ACATTCCAAGTTACCATTTCGAACCACTTTGATAAAAATG1X3TTGCATTCCATAGCTGAC 

TAACTAATTGTTCATCATGGATGGTTTTCATTCTCAGAGGAAGAAACTGATCCATATCGT 

ATCCCGACCAAGCAAAACATGAGGATGGCATTGTATTGGCTCGTACAGGGATGCACAGCA 

GGCGACTCACTTGTCTTCCACTACTCTGGTCATGGTTCGCGTCAAAGAAACTACAACGGT 

GATGAAGTTGATGGCTATGATGAAACACTCTGTCCTCTGGATTTTGAAACTCAGG^ 

ATTGTAGACGATGAGATCAACGCAACCATTGTACGCCCTCTTCCACATGGTGTCAAGCTC 

CATTCAATTATCGATGCTTGCCATAGTGGTACCGTTCTGGATTTACCCTTCCTATGCAGA 

ATGAACAGGTTATTAGTCCCTCAACCGCTTCTAAAAGGGATGTTGCTTACCTCTCTCGTT 

ATATTTAACATACATCCATTTTTTTTTTTAATTGAAACAGAGCT^ 

AGGATCATCGGCCTAGGTCAGGTTTGTGGAAAGGAACTGCTGGTGGAGAAGCCATTTCAA 

TTAGTGGATGTGATGATGATCAGACTTCGGCCGACACATCAGTAAGTAGAACGACTCTAA 

TCATACGTCTTGCTGTTGTAGTTGGTTCCTCCTCTCATGATTAAAACACATACACAGGCG 

CTGTCGAAGATCACGTCTACGGGTGCTATGACTTTCTGTTTTATTCAAGCAATTGAACGC 

AGCGCACAAGGCACAACCTATGGAAGCCTTCTGAATTCTATGCGCACCACAATAAGGAAT 

ACAGGGAATGATGGTGGTGGTAGTGGTGGAGTTGTGACGACTGTGCTGAGCATGCITC^ 

ACAGGGGGAAGTGCGATTGGGGGATTAAGACAGGTAAAATTCTTTCTTGCTCTCTTGTGT 

TGATACAGATCGATAAATGTTTTCTTAAATCTGTTTTTTGACAGGAGCCTCAACTGACTG 

CTTGCCAAACATTCGATGTCTATGCAAAGCCTTTCACTCTCTAG 



_Amino Acid Sequence^ 
>G896 Amino Acid Sequence 

MYPPPPSSIYAPPMLVNCSGCRTPLQLPSGARSIRCALCQAVTHIADPRTAPPPQPSSAP 
SPPPQIHAPPGQLPHPHGRKRAVICGISYRFSRHELKGCINDAKCMRHLLINKFKFSPDS 
I LMLTEEETDPYRI PTKQNMRMALYWLVQGCTAGDSLVFHYSGHGSRQRNYNGDEVDGYD 
ETLCPLDFETQGMIVDDEINATIVRPLPHGVKLHSIIDACHSGTVLDLPFLCRMNRAGQY 
VWEDHRPRSGLWKGTAGGEAISISGCDDDQTSADTSALSKITSTGAMTFCFIQAIERSAQ 
GTTYGSLLNSMRTTIRNTGNIXSGGSGGVVTTVLSMLLTGGSAIGGLRQEPQLTACQTFDV 
YAKPFTL* 



_cDNA Sequence _ 
>G896 cDNA Sequence 

TAATCCGATTCGTCTTCATCTGATTCCCTCCCTTCCGAGAATAATAATGTACCCGCCACC 
TCCCTCAAGCATCTACGCTCCTCCGATGCTGGTGAATTGCTCCGGTTGCCGGACGCCTCT 
CCAGCTCCCATCCGGCGCCCGATCTATTCGCTGCGCTCTCTGCCAGGCTGTTACTCATAT 
CGCCGACCCTCGCACCGCCCCTCCTCCGCAACCTTCCTCCGCCCCTTCTCCGCCTCCCCA 
AATCCACGCGCCTCCCGGTCAGCTGCCTCACCCCCATGGCAGGAAGAGGGCCGTGATCTG 
TGGCATCTCGTATCGTTTCTCTCGCCACGAGCTCAAAGGCTGCATCAACGACGCCAAGTG 
CATGCGTCACCTTCTCATCAACAAATTCAAATTCTCCCCAGATTCAATTCTCATGCTTAC 



* Sequence of G896 

CGAGGAAGAAACTGATCCATATCGTATCCCGACCAAGCAAAACATGAGGATGGCATTGTA 

TTGGCTCGTACAGGGATGCACAGCAGGCGACTCACITGTCTTCCACTACTCTGGTCATGG 

TTCGCGTCAAAGAAACTACAACGGTGATGAAGTTGATGGCTATGATGAAACACTCTGTCC 

TCTGGATTTTGAAACTCAGGGGATGATTGTAGACGATGAGATCAACGCAACCATTGTACG 

CCCTCTTCCACATGGTGTCAAGCTCCATTCAATTATCGATGCTTGCCATAGTGGTACCGT 

TCTGGATTTACCCTTCCTATGCAGAATGAACAGAGCTGGGCAGTATGTGTGGGAGGATCA 

TCGGCCTAGGTCAGGTTTGTGGAAAGGAACTGCTGGTGGAGAAGCCATTTCAATTAGTGG 

ATGTGATGATGATCAGACTTCGGCCGACACATCAGCGCTGTCGAAGATCACGTCTACGGG 

TGCTATGACTTTCTGTTTTATTCAAGCAATTGAACGCAGCGCACAAGGCACAACCT 

AAGCCTTCTGAATTCTATGCGCACCACAATAAGGAATACAGGGAATGATGGTGGTGGTAG 

TGGTGGAGTTGTGACGACTGTGCTGAGCATGCTTCTGACAGGGGGAAGTGCGATTGGG 

ATTAAGACAGGAGCCTCAACTGACTGCTTGCCAAACATTCGATGTCTATGCAAAGCCTTT 

CACTCTCTAGTAAAGGACAAGTCACTTTTTATGTATAGCGAGTGTGATTTGAGAATCCGT 

CCATATAACCACCTTTTGTTTCTTATTTTTATTTTTCTTTCAAAAGAA 

TTGATTTGGTGATTCG 



.Genomic Sequence. 
>G896 Genomic Sequence 

ATGTACCCGCCACCTCCCTCAAGCATCTACGCTCCTCCGATGCTGGTGAATTGCTCCGGT 
TGCCGGACGCCTCTCCAGCTCCCATCCGGCGCCCGATCTATTCGCTGCGCTCTCTGCCAG 
GCTGTTACTCATATCGCCGACCCT^GCACCGCCCCTCCTCCGCAACCTTCCTCCGCCCCT 
TCTCCGCCTCCCCAAATCCACGCGCCTCCCGGTCAGCTGCCTCACCCCCATGGCAGGAAG 
AGGGCCGTGATCTGTGGCATCTCGTATCGTTTCTCTCGCCACGAGCTCAAAGGCTGCATC 
AACGACGCCAAGTGCATGCGTCACCTTCTCATCAACAAATTCAAATTCTCCCCAGATTCA 
ATTCTCATGCTTACCGGTACAGAGTATTTCTATCTTTTCAAATGCCTATGTTTGCTACT^ 
TACTACTATTCCTTGGATTTTGAATACAATTTTCCTTGGCCTCOT 

ACATTCCAAGTTACCATTTCGAACCACTTTGATAAAAATGTGTTGCATTCCATAGCTGAC 

TAACTAATTGTTCATCATGGATGGTTTTCATTCTCAGAGGAAGAAACTGATCCATATCGT 

ATCCCGACCAAGCAAAACATGAGGATGGCATTGTATTGGCTCGTACAGGGATGCACAGCA 

GGCGACTCACTTGTCTTCCACTACTCTGGTCATGGTTCGCGTCAAAGAAACTACAACGG 

GATGAAGTTGATGGCTATGATGAAACACrCTGTCCTCTGGATTOTGAA^ 

ATTGTAGACGATGAGATCAACGCAACCATTGTACGCCCTCTTCCACATGGTGTCAAGCTC 

CATTCAATTATCGATGCTTGCCATAGTGGTACCGTTCTGGATTTACCCTTCCTATGCAGA 

ATGAACAGGTTATTAGTCCCTCAACCGCTTCTAAAAGGGATGTTGCTTACCTCTCTCG 

ATATTTAACATACATCCATTTTTTTTTTTAATTGAAACAGAGCTGGGCAGTATG^ 

AGGATCATCGGCCTAGGTCAGGTTTGTGGAAAGGAACTGCTGGTGGAGAAGCCATTTCAA 

TTAGTGGATGTGATGATGATCAGACTTCGGCCGACACATCAGTAAGTAGAACGACTCTAA 

TCATACGTCITGCTGTTGTAGTTGGTTCCTCCTCTCATGATTAAAACACATACACAGGCG 

CTGTCGAAGATCACGTCTACGGGTGCTATGACTTTCTGTTTTATTCAAGCAATTGAACGC 

AGCGCACAAGGCACAACCTATGGAAGCCTTCTGAATTCTATGCGCACCACAATAAGGAAT 

ACAGGGAATGATGGTGGTGGTAGTGGTGGAGTTGTGACGACTGTGCTGAGCATGCTTCTC 

ACAGGGGGAAGTGCGATTGGGGGATTAAGACAGGTAAAATTCITTCTTGCT 

TGATACAGATCGATAAATGTTTTCTTAAATCTGTTTTTTGACAGGAGCCTCAACTGACTG 

CTTGCCAAACATTCGATGTCTATGCAAAGCCTTTCACTCTCTAG 



